Testicular germ cell tumours (seminomatous and nonseminomatous) are the most common cancers among young adult men. Since the 1970s, long-term cure rates of patients with germ cell tumours have increased to over 80%, because of the ability of cisplatin-based chemotherapy to cure advanced disease ([Bosl and Motzer, 1997](#bib7){ref-type="other"}; [Hartmann *et al*, 1999](#bib15){ref-type="other"}; [Steele *et al*, 1999](#bib24){ref-type="other"}; [Sonneveld *et al*, 2001](#bib23){ref-type="other"}). Owing to the high overall cure rate, interest has shifted from increasing the overall cure rate to reducing treatment-related toxicity for patients with a good prognosis ([de Wit *et al*, 2001](#bib11){ref-type="other"}). On the other hand, high-risk patients, eligible for more intensive treatment, for example, stem-cell support or high-dose chemotherapy, should be identified ([Bokemeyer *et al*, 1999](#bib5){ref-type="other"}, [2002](#bib6){ref-type="other"}).

Several classifications have been proposed in the past to distinguish patients according to prognosis, by identifying and combining the main prognostic factors for progression-free survival (PFS) and overall survival ([Bajorin *et al*, 1988](#bib3){ref-type="other"}, [1991](#bib4){ref-type="other"}; [Mead *et al*, 1992](#bib21){ref-type="other"}). The coexistence of classifications differing in type, complexity and ability to separate good from poor prognosis complicated international collaboration in randomised trials and made comparison of nonrandomised studies impossible. International collaboration by the International Germ Cell Cancer Collaborative Group resulted in the development of the International Germ Cell Consensus Classification (IGCC classification), which is widely applied and easy to use and remember ([IGCCCG, 1997](#bib16){ref-type="other"}).

For the IGCC classification, readily available risk factors were selected from a wider set following Cox regression analyses, namely primary site, presence of nonpulmonary visceral metastases (NPVM) and elevation of the tumour markers alpha-fetoprotein (AFP), human chorionic gonadotrophin (HCG) and lactic dehydrogenase (LDH). All variables were categorical, since no major differences in performance were found compared to using continuous variables ([McCaffrey *et al*, 1998](#bib20){ref-type="other"}). In [Table 1](#tbl1){ref-type="table"}Table 1International Germ Cell Consensus Classification for nonseminoma*Good prognosis*Testis/retroperitoneal primary site=0andNo nonpulmonary visceral metastases=0andAFP good=0 and HCG good=0 and LDH good=0**Max=0** *Intermediate prognosis*Testis/retroperitoneal primary site=0andNo nonpulmonary visceral metastases=0andAFP intermediate=1 or HCG intermediate=1 or LDH intermediate=1**Max=1** *Poor prognosis*Mediastinal primary site=2orNonpulmonary visceral metastases=2orAFP poor=2 or HCG poor=2 or LDH poor=2**Max=2**[^1], how the risk factors were combined into three prognostic groups for patients with nonseminomatous germ cell tumours (NSGCT) with either good, intermediate or poor prognosis are shown. The good prognosis group is characterised by the absence of adverse risk factors. The intermediate prognosis group is defined by the presence of any intermediate tumour marker, that is, one or more intermediate tumour markers are present. The poor prognosis group is characterised by the presence of any of the poor risk factors mediastinal primary site, NPVM, AFP poor, HCG poor or LDH poor, that is, one or more poor risk factors are present. The classification can be seen as a max function where the good, intermediate and poor prognosis groups have a maximum score of zero, one or two, respectively.

In the IGCC classification, all intermediate tumour markers and all poor risk factors were required only to be sufficiently bad to be classified as intermediate and poor prognosis, respectively, that is, differences in importance between intermediate tumour markers and differences in importance between poor risk factors are not taken into account. Furthermore, no distinction is made between the number of intermediate tumour markers in the intermediate prognosis group and the number of poor risk factors in the poor prognosis group. Better discrimination might be achieved by incorporating differences in predictive strength and testing specific interaction terms.

Furthermore, it is difficult to adjust the current classification for changes in treatment strategy. A more flexible scoring system could more easily identify subgroups for the identification of very high risk patients eligible for novel chemotherapy approaches such as high-dose chemotherapy or the use of novel cytotoxic agents ([Bokemeyer *et al*, 1999](#bib5){ref-type="other"}; [Kollmannsberger *et al*, 2000](#bib17){ref-type="other"}). We however note that an important consideration in developing the IGCC classification was that all the prognostic groups should be large enough to make randomised trials of new treatments for each prognostic group feasible ([IGCCCG, 1997](#bib16){ref-type="other"}).

The aim of this study was to reconsider steps taken in the development of the IGCC classification, and to investigate alternative classifications based on Cox regression and recursive partitioning ([Breiman *et al*, 1984](#bib8){ref-type="other"}) that may discriminate better and be more suitable to identify more subgroups.

MATERIALS AND METHODS
=====================

Patients
--------

Centres participating in the International Germ Cell Collaborative Group provided retrospective data of 5202 adult male patients with NSGCT. All patients were treated between 1975 and 1990 with cisplatin-based chemotherapy. Data were collected on age, primary site, date of diagnosis, levels of serum AFP, HCG and LDH, nodal disease in the abdomen, mediastinum, and neck, lung metastases, spread to other visceral sites like liver, bone and brain and on treatment details like previous therapy. For the development of the IGCC classification, patients without missing data on the risk factors primary site, NPVM, tumour markers AFP, HCG and LDH and the outcome survival were selected (*n*=3048) ([IGCCCG, 1997](#bib16){ref-type="other"}).

Outcome and IGCC risk factors
-----------------------------

The outcome measures were PFS and overall survival from the start of the chemotherapy. The risk factors in the IGCC classification were primary site (testis/retroperitoneal *vs* mediastinum), presence of NPVM (yes/no) and tumour markers AFP, HCG and LDH. Each tumour marker had three categories; good, intermediate and poor with specific cutoff points on the continuous tumour markers (see [Table 1](#tbl1){ref-type="table"}) ([IGCCCG, 1997](#bib16){ref-type="other"}). The same risk factors and categories were used to construct the alternative classifications based on Cox regression and recursive partitioning.

Statistical analyses
--------------------

The IGCC classification makes no clear distinction between the intermediate tumour markers and between the poor risk factors and is represented by a max score. One way to assess this assumption is by evaluating whether the weights in the IGCC classification were optimally allocated to the risk factors. We hereto varied the IGCC weights (1/2) over the levels of the risk factors and compared all possible combinations with respect to performance. Performance was quantified by the difference in minus twice the log likelihood (model *χ*^2^) ([Clayton and Hills, 1993](#bib10){ref-type="other"}).

We used the Cox regression to study the univariable and multivariable effects of the IGCC risk factors on the overall survival, expressed as Hazard ratios and regression coefficients.

The Cox regression model formed the basis of classification '5R'. We multiplied the multivariate regression coefficients by 10 and rounded them to obtain weights. A sum score was calculated by multiplying the weights with individual patient characteristics and adding the resulting individual scores ([Assmann *et al*, 2002](#bib2){ref-type="other"}). We calculated the estimated 5-year survival rate for each score.

The IGCC classification can be viewed as implying that the risk factors are strongly dependent, that is, that there are interactions between risk factors. There is, for example, no distinction made between patients with one poor risk factor or three poor risk factors. To test whether and which interactions were present, we added all two-way interactions between the IGCC risk factors in a Cox regression model. Important interactions were selected through stepwise backward selection (*P*\<0.05). Since interactions based on small number of patients give unreliable regression coefficients, the interaction terms were defined as linear. The resulting model forms the basis of classification '5Ri'. A sum score based on a regression model with interactions is, however, more difficult to calculate and interpret. Therefore, a table was constructed with 5-year survival estimates for all possible combinations of the IGCC risk factors based on the Cox regression model with linear interactions. The number of patients on which each survival estimate was based is given to indicate the reliability of the survival estimates.

An alternative and visually more attractive way of exploring and presenting interactions between risk factors is by growing a tree through recursive partitioning ([Breiman *et al*, 1984](#bib8){ref-type="other"}; [Segal and Bloch, 1989](#bib22){ref-type="other"}; [Ahn and Loh, 1994](#bib1){ref-type="other"}) that we used to construct classification '5T'. A binary tree is built by the following process: first the risk factor that best splits the data into two groups, leading to the largest decrease in prediction error, is determined (recursive partitioning or splitting method). Splitting continues until the subgroups reach a minimum size or until no improvement can be made (stopping rule). The full tree, which is often too complex and overfit, is pruned using crossvalidation. All trees within one standard error of the lowest crossvalidated prediction error are considered as equivalent. From these equivalent trees, the simplest is chosen as final tree ([Breiman *et al*, 1984](#bib8){ref-type="other"}).

As a splitting method, the exponential scaling method was used ([Therneau *et al*, 1990](#bib27){ref-type="other"}; [LeBlanc and Crowley, 1992](#bib18){ref-type="other"}). The splitting process stopped when a minimum of five patients per groups was reached or when there was no further decrease in prediction error. We used 10-fold crossvalidation to determine the optimal tree size. Modelling was performed with S-plus version 2000 using the RPART library that contains a recursive partitioning method for survival data.

The RPART library (rpart2.zip) and manual (rpart2doc.zip) can be found at <http://www.stats.ox.ac.uk/pub/SWin>.

Prognostic groups
-----------------

In all classifications, three prognostic groups were identified using the estimated 5-year survival by sum score (classification 5R), combination of risk factors (5Ri) or binary tree (5T). Subgroups with a 5-year survival higher than 90% were considered as good prognosis, between 65 and 89% as intermediate prognosis, and lower than 65% as poor prognosis.

Furthermore for each classification, we explored the possibility of identifying more subgroups. For the IGCC classification, this was carried out by allowing weights to vary from zero to four (instead of zero to two), and comparing all possible combinations on performance. For classifications 5R, 5Ri and 5T, we changed the cutoff points on estimated 5-year survival. A 5-year survival rate higher than 90% was considered as good prognosis, 75--89% as intermediate prognosis, 60--74% as good-poor prognosis, 40--59% as intermediate-poor prognosis, and lower than 40% as poor-poor prognosis ([Kollmannsberger *et al*, 2000](#bib17){ref-type="other"}). Survival of the five groups of the IGCC classification and classifications 5R, 5Ri and 5T was presented by Kaplan--Meier curves.

Performance
-----------

The classifications were evaluated by their ability to distinguish between patients differing in survival. An indication of the discriminative ability is the difference in 5-year survival rates between the good, intermediate and poor prognosis groups. A *c*-statistic was also calculated for both the three and five group classifications. For binary outcomes, the *c*-statistic is similar to the area under the ROC curve ([Harrell *et al*, 1984](#bib13){ref-type="other"}). The *c*-statistic for survival data indicates the probability that for a randomly chosen pair of patients, the one having the higher predicted survival is the one who survives longer ([Harrell *et al*, 1984](#bib13){ref-type="other"}). Overall performance of the three and five group classifications was measured by model *χ*^2^. When a model is developed and evaluated on the same data, the performance of the model is usually too optimistic. The optimism can be quantified with statistical methods, known as internal validation techniques ([Steyerberg *et al*, 2001](#bib26){ref-type="other"}). To estimate and correct for the optimism in discriminative ability, the steps taken in the Cox regression and recursive partitioning were internally validated by taking random bootstrap samples (100) ([Efron and Tibshirani, 1993](#bib12){ref-type="other"}; [Harrell *et al*, 1996](#bib14){ref-type="other"}).

RESULTS
=======

The median follow-up time of surviving patients was 50 months. Disease progression occurred in 680 patients, and 533 patients died. The 5-year PFS was 78% (95% CI 76--79%) and the 5-year overall survival 82% (95% CI 81--84%). Most patients had as primary site testis or retroperitoneum (97%), no NPVM (92%), and good AFP, HCG and LDH levels (84, 87 and 67%, respectively) ([Table 2](#tbl2){ref-type="table"} Table 2Characteristics of 3048 NSGCT patients on the IGCC risk factors**IGCC risk factorsNumber of patients (%)5-year survival (%)95% CI (%)HR95% CI***Primary site* Testis/retroperitoneal2947 (97)8482--851--- Mediastinum101 (3)3727--476.14.7--7.9 *NPVM* No2808 (92)8584--861--- Yes240 (8)4942--554.63.8--5.6      *AFP* Good2559 (84)8584--871--- Intermediate349 (12)7166--762.11.7--2.6 Poor140 (5)5647--653.62.7--4.7 *HCG* Good2656 (87)8684--871--- Intermediate238 (8)6558--713.02.3--3.8 Poor154 (5)4839--565.03.9--6.4 *LDH* Good2036 (67)8988--911--- Intermediate977 (32)6865--713.32.8--3.9 Poor35 (1)5134--676.23.9--10.1 Total number subjects3048 (100)8281--84------[^2]). All risk factors were predictors of survival as indicated by the Hazard ratios ranging from 2.1 to 6.2, where the tumour marker AFP was the weakest risk factor in the univariable analysis.

Alternative classifications
---------------------------

The regression-based weights of the risk factors in classification 5R, and the cutoff points on the resulting sum score are presented in [Table 3](#tbl3){ref-type="table"} Table 3Weights, coding of variables, and cutoff on the max function of the IGCC classification and the sum score of the regression-based classification 5R**Classification** **IGCC5RRisk factors in the modelCoding of risk factorsImplicit weightsRegression weights**Primary siteTestis/retroperitoneal00 Mediastinum215 NPVMNo00 Yes27 AFPGood00 Intermediate12 Poor23 HCGGood00 Intermediate19 Poor211 LDHGood00 Intermediate17 Poor29 Cutoff pointsGoodMax 0Sum 0 Intermediate12--10 Poor⩾2⩾11[^3], with the weights and cutoff points of the IGCC classification.

The weights suggest that differences between risk factors were present. Tumour marker AFP had a much lower weight in the multivariate analysis than tumour markers HCG and LDH. As a result, a poor AFP level (score 3) is not sufficient to be classified as poor prognosis in classification 5R. Also, the combination of two or three intermediate tumour markers, which would lead to an intermediate prognosis in the IGCC classification, results in a score of over 10 and thus in classification in the poor prognosis group in classification 5R. The presence of risk factor NPVM (score 7) alone was not sufficient to be classified as poor prognosis, in contrast with the IGCC classification. Patients would only be classified as poor prognosis when other risk factors besides NPVM or AFP are present.

We identified four significant interactions in the Cox regression model; between AFP and primary site (*P*\<0.001), AFP and NPVM (*P*\<0.01), HCG and NPVM (*P*\<0.003) and HCG and LDH (*P*\<0.01). The regression coefficients all had negative signs, indicating that the effect of the risk factors together was smaller than the sum of their separate effects. For all 108 combinations of the IGCC risk factors, we present 5-year survival estimates from the Cox regression model with interactions ([Appendix](#app1){ref-type="app"}). Patients with testis as primary site and good or intermediate tumour markers had the highest estimated survival (55--92%). Patients with mediastinum as primary site and NPVM had the worst estimated survival (0--64%). Since the number of patients with more than one poor risk factor was limited, the survival estimates for these patients were less reliable. Recursive partitioning resulted in a tree with seven subgroups with 5-year survival ranging from 35 to 91% ([Figure 1](#fig1){ref-type="fig"}Figure 1The final tree fitted by recursive partitioning, using the exponential scaling method. The 5-year survival rates, events and total number of observations per subgroup are given. The resulting subgroups are displayed in rectangulars and determine classification 5T.), forming the basis of classification 5T. Tumour marker LDH was the principal determinant of 5-year survival, making a split between good LDH (*N*=2036) and intermediate/poor LDH (*N*=1012). The majority of the 'good LDH' subgroup consists of patients with no risk factors (*N*=1865) with an observed 5-year survival of 91% (95% CI 90--93%). Furthermore, a subgroup of 29 patients with primary site mediastinum had a 5-year survival of 55% (95% CI 34--72%) and patients with intermediate or poor HCG (*N*=142) had a 5-year survival of 70% (95% CI 61--77%). Within the subgroup intermediate/poor LDH, four further subgroups were identified with the risk factors NPVM, primary site and HCG, with 5-year survival ranging from 35 to 80%.

Performance
-----------

The 5-year survival rates for the good, intermediate and poor prognosis groups were comparable for the IGCC classification and classifications 5R, 5Ri and 5T ([Table 4](#tbl4){ref-type="table"} Table 4Survival of the IGCC classification, the regression-based classifications 5R and 5Ri and classification 5T based on recursive partitioning **IGCC5R5Ri5TGroupSurv (%)*N*Surv (%)*N*Surv (%)*N*Surv (%)*N***Good921691921691921691911865Intermediate81862808728091578761Poor50495504854744249422[^4]). The *c*-statistic of the IGCC classification was 0.732. The apparent *c*-statistics of classifications 5R, 5Ri and 5T were 0.732, 0.735 and 0.718, respectively. Validation showed minor optimism in the *c*-statistic in the Cox regression models (0.002). More optimism was present in the classification 5T, with the *c*-statistic decreasing from 0.718 to 0.709. Classification 5R did not show an improvement in model *χ*^2^ compared to the IGCC classification (model *χ*^2^ 402 and 401, respectively, 2 d.f.). Classifications 5Ri did show a statistically significant increase in overall performance over the IGCC classification (model *χ*^2^ 422, 2 d.f.). Classification 5T had a worse overall performance with a model *χ*^2^ of 374 (2 d.f.).

Identification of more subgroups
--------------------------------

Within the max score, different weights did not lead to an improvement in overall performance over the weights of the IGCC classification (model *χ*^2^ 402, 2 d.f.). The following weights were allocated to derive a max function with five prognostic groups in the IGCC classification with the score varying between 0 and 4; primary site mediastinum (4), NPVM (3), AFP good/intermediate/poor (0/1/2), HCG good/intermediate/poor (0/2/3) and LDH good/intermediate/poor (0/1/3). The 5-year survival varied from 37 to 92% for the five groups of the IGCC classification, from 34 to 92% for classification 5R, from 36 to 92% for classification 5Ri and from 35 to 91% for classification 5T ([Table 5](#tbl5){ref-type="table"} Table 5Survival of subgroups within the IGCC classification, the regression-based classifications 5R and 5Ri and classification 5T based on recursive partitioning **IGCC5R5Ri5TGroup (Surv)Surv (%)*N*Surv (%)*N*Surv (%)*N*Surv (%)*N***Good (⩾90%)921691921691921691911865Intermediate (75--89%)82684818248281880619Good--poor (60--74%)72251652256319470142Intermediate--poor (40--59%)51321481695118851376Poor--poor (⩽40%)3710134139361573546[^5][^6]). The cutoff points on the sum score for the five groups of classification 5R are also given in [Table 5](#tbl5){ref-type="table"}. The difference in survival between the prognostic groups for each classification is illustrated in [Figure 2](#fig2){ref-type="fig"}Figure 2Survival curves for the five groups of the IGCC classification (**A**) and classifications 5R (**B**), 5Ri, (**C**) and 5T (**D**).. The *c*-statistic for the five groups of the IGCC classification and classifications 5R and 5Ri was slightly higher than for the three group classifications (0.739, 0.741 and 0.744, respectively) and with a small amount of optimism (0.002) for the Cox regression models. The increase of the *c*-statistic for the five groups of classification 5T was very limited (0.722) with an optimism of 0.011. The increase in model *χ*^2^ was more substantial; 422 for the extended IGCC classification, 446 for classification 5R, 450 for classification 5Ri. The increase in model *χ*^2^ for classification 5T (383) was less substantial.

DISCUSSION
==========

The discriminative ability of classifications derived through Cox regression and recursive partitioning was in concordance with the IGCC classification and therefore supports the validity of the IGCC classification. We did, however, find that not all intermediate tumour markers and poor risk factors were equally important, and that taking these differences into account does affect the classification of patients. In Cox regression-based classifications, especially risk factors NPVM and AFP had less impact compared to the other risk factors. That AFP is of less importance than the other risk factors is confirmed by recursive partitioning where AFP was not selected in the final tree. Furthermore, not all risk factors had statistical interactions. In classifications 5Ri and 5T, only a limited number of interactions were included. Combining several risk factors led to differences in 5-year survival, that is, patients with one poor risk factor had a better chance of survival than patients with three risk factors. These deviations from the weights used by the IGCC classification did, however, not lead to improvements in discriminative ability, in contrast with what we expected. The use of Cox regression and recursive partitioning did allow for more flexible classifications with more subgroups, leading to a small improvement in discriminative ability and 5-year survival of 34% for the poorest risk patients.

It appears that the maximum discriminative ability might have been reached with the current IGCC risk factors and coding, making further improvement in discriminative ability difficult. The risk factors selected for the IGCC classification are in agreement with risk factors used in other studies on identifying good and poor prognosis patients with NSGCT ([Bajorin *et al*, 1991](#bib4){ref-type="other"}; [Mead *et al*, 1992](#bib21){ref-type="other"}). Some other potentially useful risk factors include age, lung metastases and abdominal mass size. However, adding these three risk factors to the Cox model had no substantial effect on discriminative ability (*c* increased from 0.73 to 0.74). One could also consider using continuous codings of tumour markers, but this would lead to an undesirable increase in complexity and decrease in applicability.

The division into more prognostic groups is similar to another division by recursive partitioning of poor prognosis patients ([Kollmannsberger *et al*, 2000](#bib17){ref-type="other"}). Kollmannsberger *et al* identified three prognosis groups: a good-poor, intermediate-poor and poor-poor risk group with 2-year survival rates of 84, 64 and 49%, respectively. These survival rates are higher than the survival rates of the good-poor, intermediate-poor and poor-poor risk groups identified in the IGCC dataset. This may be due to the difference in survival for the poor prognosis patients (72 *vs* 50%), and remains when the difference in follow-up time is taken into account (2 *vs* 5 years). The data in [Kollmannsberger *et al* (2000)](#bib17){ref-type="other"} are more recent and improvements in treatment may have led to the difference in survival.

The lack of improvement in discriminative ability in both the classifications with three and five groups might also be explained by the dominance of the good prognosis group, which has a similar survival for all classifications and contains more than half of all patients. We therefore examined whether discriminative ability increased within the poor prognosis group of each classification. Discriminative ability increased from 0.50 to 0.60, 0.63, 0.64 and 0.65 for the three poor prognosis groups of classifications 5T, IGCC, 5R and 5Ri, respectively. Hence, some improvement was noted within the IGCC poor prognosis group. Furthermore, even though the *c*-statistic is often used and easy to interpret, it is not suitable for detecting small differences in discriminative ability ([Harrell *et al*, 1996](#bib14){ref-type="other"}; [Steyerberg *et al*, 2000](#bib25){ref-type="other"}).

Although the use of Cox regression and recursive partitioning did not have a major effect on discriminative ability, they can still be useful tools in the construction of future prognostic classifications when other criteria are taken into account. One of the advantages of classifications such as the IGCC classification is its simplicity. Classification 5T is reasonably simple with only a few subgroups and the survival probability readily available. Classification 5R is slightly more complicated because of the sum score that has to be calculated. Finally, classification 5Ri is not so much complicated as visually unattractive. Furthermore, survival estimates for infrequent combinations of risk factors are not reliable and therefore provide little information on the prognosis of patients with these risk factors.

A disadvantage of the IGCC classification is its inflexibility. More groups could be defined, but not in a straightforward manner. Classification 5R and classification 5Ri are very flexible with many possible cutoff points. Classification 5T is less flexible due to the limited number of subgroups, but flexibility could be increased by putting fewer restrictions on the recursive partitioning allowing for more subgroups to be identified.

The IGCC classification considered not just discrimination but also simplicity and the size of the resulting prognostic groups and was chosen by consensus from a shortlist of possible models, which balanced these considerations. Consequently, in the IGCC classification there is a lack of transparency; it is unclear how the classification was constructed statistically because statistical considerations were not the only criteria used to derive the classification. Classification 5T shows very clearly how the subgroups were derived from the successive splits in the risk factors. Classification 5R shows the difference in importance between the risk factors and how the risk factors are combined in a sum score. Classification 5Ri could be presented in a similar way as classification 5R, but interpretation of the main and interaction effects is difficult.

The IGCC dataset suffers from a number of limitations. First, not all data were used for the multivariable regression models because of missing data. When patients with missing data differ from the other patients on prognosis, this causes a bias in the regression coefficients and the estimated 5-year survival rates ([Little, 1992](#bib19){ref-type="other"}; [van Buuren *et al*, 1999](#bib28){ref-type="other"}; [Clark and Altman, 2003](#bib9){ref-type="other"}). Secondly, we could not internally validate the IGCC classification, because the exact steps taken in the modelling process (selection and categorisation of risk factors) were not defined. The IGCC classification was applied to a 30% validation set ([IGCCCG, 1997](#bib16){ref-type="other"}), and although the proportion of patients in each prognostic group was similar, the 5-year survival for poor prognosis patients was higher (57%). We did internally validate the modelling steps of the Cox regression models and found minor optimism in discriminative ability. Classification 5T, based on recursive partitioning, however, showed optimism in discriminative ability, as might be expected from a more data-driven method. This, in combination with the poorer performance, suggests that recursive partitioning is less suitable for the construction of prognostic classifications. It can be useful, however, for exploratory analyses in finding interactions between risk factors.

The survival estimates of the IGCC classification were also externally validated with more recent data from an MRC/EORTC trial (*N*=300). The 2-year PFS outcome largely corresponded with the IGCC estimates ([IGCCCG, 1997](#bib16){ref-type="other"}). To gain further insight in the generalisability of the Cox regression models as well as the IGCC classification, further external validation is necessary, in larger recent datasets with longer follow-up.

In conclusion, the IGCC classification appears to be a valid way to classify patients with NSGCT in three prognostic groups. Recursive partitioning is less suitable for the construction of prognostic classifications, because of its poorer performance. Although Cox regression did not lead to a clear improvement in performance, it gave a more flexible and transparent scoring system without much loss in simplicity. We therefore recommend the use of regression-based weights in the development of future prognostic classifications.
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[Table 6](#tbla1){ref-type="table"} Table 65-year survival estimates and number of patients are given for all 108 combinations of the IGCC risk factors based on a Cox regression model of the IGCC risk factors and interactions AFP and primary site, AFP and NPVM, HCG and NPVM, and HCG and LDH   **Primary sitePrimary site**   **TestisMediastinum**   **NPVMNPVMNPVMNPVM**   **NoYesNoYesAFPHCGLDHSurv (%)*N*Surv (%)*N*Surv (%)*N*Surv (%)*N***  Good92169179275314181 GoodIntermediate8345960312512210  Poor731143310001  Good778154915310GoodIntermediateIntermediate666238165101  Poor6023002000  Good64163984000 PoorIntermediate595632382102  Poor6103533000   Good88121795658441 GoodIntermediate7610460183914176  Poor64043121050  Good6916541280120IntermediateIntermediateIntermediate551937913030  Poor4813038020  Good52238111040 PoorIntermediate46133237020  Poor4933509030             Good8116765714641 GoodIntermediate634355244817383  Poor472373300200  Good544490370320 PoorIntermediateIntermediate3710310200160  Poor290210140100  Good330331170170 PoorIntermediate271263121120  Poor300292150140[^7][^8][^9]

[^1]: Tumour markers AFP/HCG/LDH: Good -- AFP \<1000 ng ml^−1^, HCG \<5000 iu l^−1^, LDH \<1.5 × upper limit of normal; Intermediate -- AFP 1000--10000 ng ml^−1^, HCG 5000--50000 ng ml^−1^, LDH 1.5--10 × N; Poor -- AFP \>10000 ng ml^−1^, HCG \>50000 iu l^−1^, LDH \>10 × N.

[^2]: NPVM=nonpulmonary visceral metastases.

[^3]: NPVM=nonpulmonary visceral metastases.

[^4]: Surv=5-year survival.

[^5]: Surv=5-year survival.

[^6]: Cutoff points on sum score classification 5R: Good 0, Intermediate 2--9, Good--poor 10--16, Intermediate--poor 17--22, Poor--poor \>22.

[^7]: Surv=5-year survival; *N*=number of patients.

[^8]: Classification into three groups; good prognosis 5-year survival \>90%, intermediate prognosis 5-year survival 65--89%, poor prognosis 5-year survival \<65%.

[^9]: Classification into five groups; good prognosis 5-year survival \>90%, intermediate prognosis 5-year survival 75--89%, good-poor prognosis 5-year survival 60--74%, intermediate-poor prognosis 5-year survival 40--59%, Poor-poor prognosis 5-year survival \<40%.
